ABSTRACT We report here the draft genome sequence of a Staphylococcus aureus strain isolated from the nares of an 18-year-old female healthy persistent-carrier individual, and it was used to investigate S. aureus-specific immune responses in colonized and noncolonized individuals.
using SPAdes assembly. A total of 2,954 genes were found containing 2,770 coding sequences (CDSs).
The toxin genes encoding enterotoxins G, H, I, M, N, O, and U (seg, seh, sei, smi, sen, seo, and seu, respectively) and toxic shock toxin (tst-1) were present. Two plasmids carrying resistance and virulence genes rep16, with the DUF536 domain-containing protein, and rep5, with a replication-initiating protein, could be detected. Accession number(s). The draft genome sequence has been deposited in the DDBJ/EMBL/GenBank database under the accession number NXFH00000000.
